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Tab.1 Analyzing results of isozyme patterns of Penaeus monodon Fabricius

R ME EESE s EEER H, H, F H, H, Dy

ME - 1 =W 0.5417 0.4583 0.5334  0.6389  0.1978 0.4562  0.7725 04095
B 0.2949 0.7051 0.3302  0.4872  0.4754

MDH - 1 =¥ 0.375 0.625 0.3987  0.6786  0.7019 0.2344  0.8672  0.7297
S &5 0 1 0.0000 0 0.06000

vDH-3 0.3 0.5 05000 ! 1-0000° 0 sh00  0.6875  0.2727
e 0.5 0.5 0.5000 1 1. 0000

GDH -1 =% 0.4865 0.5135 0.4892 0.6487 0.3260 0.4908 0.7355 0.3327
i oy 04048 0.5952 0.4233  0.6191  0.4626 ’ '

ALP-1 =51 0.2727 0.7273 0.3103 0 -1.0000 0.4471  0.7320 03892
T 0.4643 0.5357 0.4714 0 - 1.0000

ALP-2 =T 0.43 0.55 0.4399 0.3 ~0.3477 0.4972 0.6902  0.2796
B & 0.5179 0.4821 0.5143  0.1786 -0.6527
=4 0.5 0.5 0.5000 1 1.0000

ALP-3 P ; 0 10000 0 10000 0.2500  0.3750  0.3333

ALP - 4 =W 0.0641 0.9359 0.0888  0.1282  0.4442 0.0845  0.779  0.8910
B & 0.0256 0.9744 0.0371  0.0513  0.3810

ACP—1 =% 0.7857 0.2143 0.7445  0.1429  —0.8081 0.409  0.5128 02012
U 0.5938 0. 4062 0.5756  0.5625 —0.0227 ' ’

ACP-2 = 0.3 0.5 03000 ! 10000 0.4912  0.6384  0.2306
9 & 0.5938 0.4062 0.5756  0.8125 0.4116

EST— 1 =T 1 0 1.0000 0 - 1.0000 00000 ©.0000
] 1 0 1.0000 0 - 1.0000
=4 0.9444 06.0556 0.9222  0.1111  -0.8795

EST-1 0.1619  0.1717  0.0570
#i & 0.875 0.125 0.8380 0.25 -0.7017
=T 0.5 0.5 0.5000 0.7 0. 4000

PGM - 1 0.4912  0.6384  0.2306
W& 0.5938 0. 4062 0.5756  0.8125  0.4116

PGM - 2 = 1 0 1.0000 i} ~1.0000 0.0000  0.0000
B 1 i} 1.0000 0 —1.0000

PGM -3 =T 0 1 0-0000 0 00000 0.2496  0.6926  0.6397
R 0.4792 0.5208 0.483¢  0.9583  0.9826 ) ’ '

sop-1 1 0 10000 0 T1.0000 -, 000 0.0000
B i 1 0 1. 0000 0 - 1.0000
=% 0.9375 0.0625 0.9133 0.125  -0.8631

SOD-2 0.1172  0.1201  0.0244
B 5 0.9375 0.0625 0.9133 0.125  —0.8631

LDH-1 ! 0 1.0000 0 710000 000 0.0000
Eopul 1 0 1.0000 0 —1.0000

0.00~0.05

0.05 2

0.062 0 2 ALP -1 ALP -3

EST-1 PGM -2 SOD -1 LDH -1
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Studies on biochemical genetic variation of two populations of
Penaeus monodon Fabricius

DU Xiao — dong  QIN Hong — gui HUANG Rong — lian  YE Fu - liang
(Fishery College, Zhanjiang Ocean University, Zhanjiang 524025, China)
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variation

Abstract: Nine isozymes Malic enzyme(ME), Malate dehydrogenase(MDH), Glucose dehydrogenase(GDH),
Lactate dehydrogenase (LDH), Phosphoglucomutase (PGM) , Alkaline phosphatase (ALP), Acid phosphatase (ACP), Su-
peroxide dismutase(SOD) and Esterase (EST) , of two populations of Penaeus monodon Fabricius were analyzed with gra-
dient polyacrytamide gel electrophoresis. Results showed that out of 18 loci in nine isozymes, 9 polymorphic loic in the
Sanya (China) population (SYP) and 10 in the Najies(Thailand) population (NIP) .Percentage of polymorphic loci were
50.0%and 55.6% respectively. The loci PGM — 3 occurred only in isozygote in SYP, in heterozygote in NIP; while the
loci MDH - 1 and ALP — 3 are heterozygote in SYP and isozygote in NIP. The average heterozygosity was 0.359 6 in SYP
and 0.325 4 in NIP respectively; and the genetic distance between the two populations was 0.062 0.
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