REPORTS

1,2 1 1 1
’
(1. 361021; 2. 361005)
, ( Haliotis diversicolor supertexta )
( H. diversicolor diversicolor) 10 N
18 27 , Ldh -1 Adh -1 Sod -1
Sod =2 Sod -3 Est -1 Mdh -2 Me—-1 Idh -1 Sdh -1 Sdh -2 Amy -2 Amy -3,
(Sdh -2 ); 5 . Est -2 Est—3 Mdh -1
Aat =1 Amy -1 (Pyo ), 27.78%, 2~4
18 26 s Ldh -1 Adh -1 Sod -
1 Sod -2 Sod -3 Est-1 Mdh -2 Idh -1 Sdh -1 Sdh -2 Amy -2 Amy -3,
; 6 s Est -2 Est -3 Mdh-1 Me-1 Aat -1
Amy = 1(Po .90 ), 33.33% 2~4
( Haliotis diversicolor supertexta ) (H. diversicolor diversicolor)
Q343 A 1000 - 3096(2004) 02 — 0027 — 05
( Haliotis diversicolor supertexta ) 10 18 27
(H. diversicolor diversicolor) , , ( ) 26 ( )1
5 s s Taniguchi i
2] 3] s Shaklee
, [4] , 31
s : SOD AMY LDH
EST ME ADH 12 , 12
1 ; AAT SDH MDH IDH 12
, 12
2002 2, C ) .3
R 4~8cm ( ) (
) ( ), 2 . 128
s 4~ 8 cm ,
0.5 ¢ 2~3 : 2002 - 08 - 28; 2003 06— 12
Tris — HCI (0.01 mol/L, pH=7.0) (30231013)
4°C 12 000 r/min, 15 min ( BO110036)
1966 -, ,
E - mail:
PAGE 16 s Lizhongbao @ jmu.. edu . cn

Marine Sciences/Vol.28,No.2/2004 @



REPORTS

%1 ALMIOREMMETRT ARRSE.E.C. AW, &AM E

Tab.1 Enzyme systems E.C. Ne.numbers of loci in study of H . diversicolor supertexta and H . diversicolor diversicolor
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Fig.1 Allozyme electrophoretogram of Haliotis diversicolor supertexta

and H. diversicolor diversicolor
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Abstract Biochemical genetics were investigated using the assay of vertical slab polyacrylamide gel electrophoresis in
Haliotis diversicolor supertexta and Haliotis diversicolor diversicolor . Ten enzymes presumably encoded by 18 allozyme loci
and 27 alleles were scored in H. diversicolor supertexta , the monomorphic loci were Ldh — 1 Adh —1 Sod =1 Sod -2

Sod =3 Est =1 Mdh -2 Me 1 Idh =1 Sdh —1 Sdh -2 Amy -2 Amy — 3(except Sdh -2 ) ; and 5 loci with 2 ~ 4
alleles were polymorphic, they were Est =2 Est =3 Mdh -1 Aat -1 Amy — 1. The percentage of polymorphicloci
(Pyss) is 27.78% . Ten enzymes presumably encoded by 18 allozyme loci and 26 alleles were scored in H. diversicolor
diversicolor , the monomorphic loci were Ldh — 1 Adh -1 Sod -1 Sod -2 Sod -3 Est =1 Mdh -2 Idh -1 Sdh -1

Sdh =2 Amy -2 Amy — 3, and 6 loci with 2 ~ 4 alleles are polymorphic, they are Est —2 Est =3 Mdh -1 Me -1

Aat =1 Amy - 1. The polymorphicloci(Po.s ) percentage was 33.33% . H. diversicolor supertexta and H. diversicolor
diversicolor shared most common alleles in all loci, they are biochemically genetically very similar. The bands represented
loci and alleles of H. diversicolor supertexta and H. diversicolor diversicolor are showed in this paper. This paper shows the
genetic diversity and structure of H. diversicolor supertexta and H. diversicolor diversicolor through comparative diagrams of

allozymes.
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