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¥ 1 K Syechococcus sp. PCC 7942 (L BIE X NaCl B9E B A F
Tab.1 Levels of NaCl tolerance of the pre-or post-transfeered Synechococcus sp. PCC7942

NaCl IR (%)
B a
2.0 2.5 3.0 3.5 4.0 4.5 5.0
Synechococcus sp. PCC 7942 + - - _ _ _ _
Synechococcus sp. PCC 7942(814LT5) + + + + + + + + + + + _
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Abstract

Three salttolerantmlated genes, transcriptional regulator gene, NADH dehydrogenase II gene and phosphoglycolate
phosphatase gene , which are cloned from Pseudo nonas xia nenensis , a species of halophilic bacterium, have been transferred
as a gene cluster to cyanobacterium Synechococcus sp. PCC 7942 . As a result, the Na(l resistant level of the microorganis m
has been obviously raised from less than 2.5 % to 4.5 % . It shows that the three genes are close correlative to the ability

of saltresistance . This experi ment provides a potential possibility for cultivation of salt resistant economic plants .

(ARG TKH T

46 WEAERNE 12002 4/ 55 26 45/ 55 10 W



