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Fig.1 ~ PCR products of Wbrio pamhae nolyticus from different

methods of sample prepararion
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Fig.2  PCR products of Wbrio pamhae nolyticus from diffe rent

annealing te mpe rature
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Tab.1  PCR products of the standard strains of Vibrio

parahaemolyticus and the standard kindred and dis-

tant strains in samples
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Tab.2 Semsitivity of detection for Vibrio parahaemolyticus
in different samples by PCR
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ATCC33844 L MG 2093
i 411 1.5 1.3
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Tab.3 Limit to detection for the enrichment solution of

Vibrio parahaemolyticus in samples by PCR
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Tab.4  The comparation between PCR and the method of
routine culture detecting Vibrio parahaemolyticus
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i 411 120 1 1 100
filk £11 80 1 1 100
s fafy 80 0 0 100
' Il 80 2 2 100
ik 40 0 0 100
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Abstract

We established a rapid, sensitive and specific poymerase chain reaction( PCR) method for detection of Vbrio pam-
hae molyticus( VP) in seafood. The selected primer showing excellent features of VP could be amplified by PCR.Limit to
detection for LM in artificially contaminated food was 12 - 21 colony forming units( CFU) per 10g of food ; Limit to the
enrichment was 7600 ~ 9100 / ml; Limit toa PCR reaction system was 91 ~ 109 CFU. 400 nature contaminated seafood
samples were detected by both methods , with a completely coincident result . (CASSC G5 0B



