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BEANAMEECA TN 0.2 ¢, BIFE , SRJG N 500 i
FFEW [ 10 mmol Tis HA( pH 8.20) , 1 mmolEDTA Na,
400 mmol NaQl,1 %SDS,100 mg/ LM K], 7853 iE
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NaQ AW, EHR 800 1/ min 20 20 min. FIEINGEAA
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uITE(10 mmol Tris HA, 1 mmol EDTA) . W IHA
10 ugRNAse A,37 CERIfE 30 min SRJG IR 2
Wy S FIREE (250 240 1) BB 10 min, DR
M0 FIEEC24: D3RI 10 min, VWA 2.5
FERFATEAK CEEDTREZR D 2 h, 12 000 1/ min B0 10
min, UTHE , 70 %1 ZWEDERS =il I 200 i
TE(10 mmd Tris HQ,1 mmol EDTA) . FEAkHEEAM 56
FERE VIR & i S Al
1.3 PCRR[L

BEHLE 1Y . Tag DNA TG (LA 20T . MpQ Y9
A aNTPs MHESEAYA T HA 51800 905 551
48 201 ~ 8 220,8 641 ~ 8 660,8 741 ~ 8 760 JX VIR
¥ 25 ul ¥ 10 mmol Tris HA( pH 9.0) ,50 mmol KC1,2.5
mmol MgCL ,0.001 %HIMKE , dNTP &0 0.1 mmol , 514
15 ng,2E[N4] DNA25 ng,1 UTaqDNARATG . BRifg
TR 2L R AT Hema 390 1S 3L 40 MG
R TAEYE 94 C 5 min; 94 C,36 CH 1min;72 C,2
min, 55 72 CIRIE 10 min § =W 1.4 %Ik
(0.5 mg/ LIRLLEE) HHKIT & RAMEGHON
1.4 HEAIE
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Tab.1 Prime sequences used and the amplified bands of the different primes and the numbers of amplified fragments of the four

populations
. PR BEE
514 FEF(5°-3") PR oo T Y =
8 207 TCCGATGCTG 8 25 22 17 24
8 652 CAGTGCTGTG 10~13 14 28 25 41
8 653 GTCAGAGTCC 8~10 20 22 25 22
8 659 GGTGCACGTT 7 24 22 29 23
8 660 ACACACGCTG - 12 42 36 42 37
8 742 TCGGACGTGA 6~9 13 14 19 22
8747 CTGCATCGTG 8~9 29 22 21 24
8 752 ACGCGCATGT 11~12 38 39 35 39
8 756 TCTCAGCTGG 11~13 32 19 21 25
8 758 GAATCGGCCA 11~12 35 32 35 33

B2 X8 4NFBLREER
Tab.2 Genetic distances of the four populations of Meretrix

meretrix

REER
IT]s] 14 B4 A R
e 0.0000
¥ 0.0576  0.0000
B4/ 0.0632  0.0511  0.0000
¥ 0.0667 0.0681  0.0714  0.0000

A=A

%3 BESESSHMIOIZES + MIMNIE
Tab.3 Partitioning of genetic diversity and the rate of poly-
morphic loci within and between the four populations

of Meretrix meretrix

B RESHEERNH,) SHMRHHA%)

o 0.1995 86.32
i 0.2039 90.63
B4R 0.1773 81.05
R 0.1936 $8.00
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EAFFFR SRR, ZH AR EIIE N2 DNA
F B2 . AR 10 A5 1R B
NG = 6 ~ 13 4, TIRER S A AME
P 557 44, RS0 AN FRIEE 38 B
B 2R U YR B, 519 8 652 XtilimFh
BERIY 3R B 14 45 e IR I3 38 B R
4 % .
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0.030 ~ 0.200 , AABTFFIILE R | iX 4 DFIEE

(6 HERERIE 2002 4F /45 26 %/ 5 )
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M 123456 78910 1M12131415616171818 20

M 123 4586 7 8810 11121314151617181820

Bl 5148 756 F1 8 207 K HLIk

MAEEAT - ARNPIHEE (1~ 538) ; BRAAFPIEE (6~ 1018) ; JLHEFPHE
(11 ~1538) ;th VP16 ~ 20 18) . MW 4> T EARIC ADNA/ Hind 111

- EcoR T .

Fig .3 Amplified band patterns of 20 individuals by primers 8 207 and 8 756
From left to right : Dongxing population( 1 ~ 5lanes) ; Xiniujiao population
(6 ~ 10lanes) ; Beihai population(11 ~ 15lanes) ; Shankou population

(16 ~ 20lanes) ; M : marker ADNA / Hind III- EcoR I .
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Langand J.A. ef al..Population structure of Biomphalaria
glabrata ,intermediate snail host of Schistosorm numsoni in
Guadeloupe Island ,using RAPDmarkers , ] . Mllus . Stud .,
1999 ,65 :425 ~ 433



paw C O |

EXPRESS Letters

A STUDY ON GENETIC DIVERSITY OF Meretrix meretrix
BY RAPD

YAN Bing DENG Yue-wer’ DU Xiaocdong  LAN GUObao Wang At min

(' Guangxi Institute o f Qeanogmphy, Beihai , 536007)

(* Fisheries Qollege , Zhanjang Qean Uniwsity, 524025)
Received : Oct .,15,2001

Key Word: Muetrix newtrix, Populations, Genetic diversity , RAPD

Abstract

Genetic diversity analysis for four populations of M etrnx respectively from Shankou ,Beihai , Xiniujiao , Dongxing was
conducted by Random Amplified Polymorphic DNA. There are 23 primes which are positive among 60 screened primes .
Totally 105 bands which are stable and clear,are produced by the 10 primes among the 23 primes . The index of the genetic
diversity is 0.199 5( Shankou) , 0.203 9( Beihai) , 0.177 3 ( Xiniujiao) , 0.193 6 ( Dongxing) respectively ; The rate of
poly morphic locus is 86.32 % in Shankou population, 90.63 % in Beihai population, 81 .05 % in Xiniujiao population,
88.00 % in Dongxing population .Genetic distances of the four populations are about 0.050 ~ 0.070. Except Xinijiao
population ,the other three populations have a high level of genetic variance . (AL ZEAR)1])





