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Fig.2 ~ PCR amplification with genomic DNA not treated

by silica sand
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Tab.1 Sequence analysis of the 18S rDNA of micro algae from the coastal waters of Xiamen

TOBE T4 LTI (bp)  GenBank U 5

ST AT ARG

XMAIl 700 X85396 Thalassiosira eccentrica (97 %) Bacillariophyta
XMA21 700 X85396 Thalassiosira eccentrica (96 %) Bacillariophyta
XMA37 700 X85393 Skeletone ma pseudocostatum (95 %) Bacillariophyta
XMA39 700 X85396 Thalassiosira eccentrica (93 %) Bacillariophyta
XMA43 700 X85393 Skeletone ma pseudocostatum (92 %) Bacillariophyta
Skeletone ma pseudocostatum ( strain CCMP o
XMc17 700 X85393 Bacillariophyta
1077/6) (92 %)
XMD04 700 X85396 Thalassiosira eccentrica (95 %) Bacillariophyta
XMA28 700 AJ404886 Pyrami monas australis (96 %) Chlorophyta
XMA44 700 AF290539 Cryothecomonas aestivalis strain 1 (97 %) Cryothecomonas
XMB04 700 AF363191 Eukaryote marine clone MEI - 22 (96 %) Picoplankton
XMC27 700 AF363191 Eukaryote marine clone MEL - 22 (95 %) Picoplankton
XMB43 700 AF123289 Dinobryon sertularia (91 %) Chrysophyceae
XMD34 700 AF109323 Paraphysomonas i mperforata (94 %) Chrysophyceae
XMCO07 700 AF022196 Gymnodinium sp. MUCC284 (96 %) Dinophyceae
XMDI17 700 AF276818 Gymnodinium sanguineum (97 %) Dinophyceae
XMC08 700 Unidenti fied sequence
XMD33 700 Unidenti fied sequence
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Abstract

The molecular bioogical methods for studying the genetic diversity of microalgae at low concentration in the natural
waters were developed and discussed in the paper, which provided new analysis methods for the further research. It was
de monstrated that the methods were useful for analyzing natural populations and solving the proble ms resulting from the
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analysis for the organis ms that are difficult or even i mpossible to propagate in the laboratory .
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