(Sinonovacula constricta) (Haliotis discus
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Z_ 8], BEAKIA] 693 AE AL R B(Gsr) A 0.0976. 45 R A, F60 3 NITFABIKG AL SR KTRG, #
18] 64 FEAE LB

XKH81R): £ #a(Haliotis ovina); &A% % AEM; EAE910; RAPD
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, 15 min, 10 min(12 000
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r/min) 600 2.0% , EB ,
pL : : 25:24:1)
’ 600 L : 14 HPELE
24:1) , 800 uL -20°C
, , —20°C 2 h 10 min “p - ’
(10 000 r/min), , , ’ ’
. “07, “17 , POPGENE 1.32
, -20C ImL70%
, 3 P
ImL 100% DNA , )

. . Shannon’s (I) Nei’s (H)
10min(10 000 r/min), , b G
DNA : DNA (D) (. sT)

. NEIGHBOR Neighbor-
100 pL ddH,O, 4C 0.8% .
joining 3
DNA
1.3 RAPD ¥ 3 R 2 &%
RAPD Williams [16] 21 g] 4?] ﬁ%ﬁ"% RAPD #i‘g’gé%
25 uL, I1xBuffer 2.5 plL, MgCl,(25 40 RAPD ,
mmol/L)2.5 pL, dNTP(2.5 mmol/L)l pL, Taq 14
(5U/ul)0.3puL, (5 mg/L)3puL, DNA 50 ng, ( 1, S97 3 RAPD
ddH,0 PCR 1) 14 3
PCR : 94°C 4 min, 90 72
45 PCR : 94°C Imin, 35°C Imin, 65
72°C Imin 72°C 10 min 61 62
F1 1ANZHEHENSIE DNA B REY BER
Tab. 1 Sequences and amplification results of 14 random primers
(51_3/) (51_3/)
S8 GTCCACACGG 3 S161 ACCTGGACAC 6
S27 GAAACGGGTG 9 S387 AGGCGGGAAC 5
S30 GTGATCGCAG 5 S391 ACGATGAGCC 4
S34 TCTGTGCTGG 5 S395 AAGAGAGGGG 4
S103 AGACGTCCAC 2 S402 ACAACGCCTC 8
S108 GAAACACCCC 7 S404 GGCGGTTGTC 4
S97 ACGACCGACA 5 S400 TGGTGGACCA 5
22 WHEZHM
3 P)
84.72% 90.28%, 87.04%; Shannon’s
() 0.400 0.456, 0.433; Nei’s
(H) 0.262 0.305, 0.286 ( 2)
: N— 2.3 BAESERESHT
Fig. | RAPD amplification bands of three H. ovina stocks 0.0731
with primer S97 07
1~ ,8~14 ,15~21 .M 0.0731,
Marker 0.0504,
Fig.1~7 for Yingzhou population, 8 ~ 14 for Anyou population, 15~
21 for Yalongwan population, M is Marker 0.0577 (G sT)
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Tab. 2 Indexes of genetic diversity of three H. ovina stocks by RAPD

(%) Shannon’s Nei’s
90.28 0.443 0.292
84.72 0.456 0.305
86.11 0.400 0.262
87.04 0.433 0.286
0.0976 NJ 3 ,
( 2) [23-25]
—_—] IF ,
i
Neil?®! Gsr
0.1 0 1, N GST 0,
2 NJ 3
Fig. 2 NI cluster analysis dendrogram of three H. ovina , Gsr  0.0976,
stocks 90.24% ,9.76%
3 itk :
3
0.0504~0.0731 ,
[20] [14]
R 5] (1]
’ [12-14]
(P) Shannon’s
(I) Nei’s ’
s 3 5 B
(P)  87.04%, Shannon’s hH ’ ’
0.433, Nei’s (H) 0.286 . :
RAPD
[13]
(P=86.5%, H=0.1935)[""] ’ ’
(Chlamys farreri)(P= 85.46%, 1=0.243)!"% )
(Coelomactra antiquata)(P=78.97%, 1=0.349, H=
0.309)" ; ’
(Pinctada maxima)(P= 50.0%, 1=0.1170)!*" ’
(P=50.0%, 1=0.258)2" ; ’
(Cyclina sinensis)(P= 92.07%, 1=0.558, ’
H=0.377)1% ,
, RAPD
AFLP
[4] ( ) ,
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Genetic diversity and differentiation of three wild populations
of Haliotis ovina

ZHANG Gui-ling, LI Zhong-bao, XIE De-hua

(Fisheries College, Institute of Aquaculture Biotechnology, Jimei University, Xiamen 361021, China)
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Abstract: Random amplified polymorphic DNA (RAPD) technique was used to analyze three wild Haliotis ovina
from Yingzhou, Yalongwan, and Anyou of Hainan Province. Seventy-two loci were found by 14 random primers,
and Yingzhou, Yalongwan, Anyou populations having 65, 61 and 62, respectively. The percentages of polymorphic
loci (P) of the three populations were 90.28%, 84.72%, and 86.11%, respectively; the Shannon’s information index
(I) was 0.443 in Yingzhou population, 0.456 in Yalongwan population, and 0.400 in Anyou population; the Nei’s
gene diversity (H) were 0.292, 0.305, and 0.262, respectively. Genetic distances(D)among the three populations
were about 0.0504~0.0731. The genetic differentiation index Ggr among the three populations was 0.0976. Our
study shows that the genetic diversity of H. ovina is at a high level, and the genetic differentiation is low.
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